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AlgR-binding sites 
P. aeruginosa, 6624 
Alkaline pH 
E. coli nha mutant, 7743 
Alkaline serine protease gene 
halophilic archaea, 736 
Alkaliphilic Bacillus spp. 
electrogenic Na*/H* antiport, 5936 
membrane ultrastructure, 5123 
Alkene monooxygenase 
Mycobacterium sp. strain E3, 3275 
NADH reductase component, 3275 
Alkylamines 
D. radiodurans, 7168 
Alpha-crystallin family 
M. tuberculosis 14,000-molecular-weight 
antigen, 1352 
Amber disease locus 
S. entomophila, 1020 
Amber suppressors 
amino acid substitution, 5436 
Amino acid aminotransferases 
M. aeolicus, 541 
Amino acid substitution 
amber suppressors, 5436 
lactose carrier protein, 5436 
b-Amino acids 
E. coli peptidoglycan, 5549 
Aminodeoxychorismate lyase 
E. coli, 5317 
Aminoethylcysteine degradation 
C. glutamicum, 2968 
C-S lyase, 2968 
Aminoglycoside 6'-N-acetyltransferase 
proteins 
specificity-determining amino acids, 3196 
Aminoglycoside resistance determinant 
M. zionensis, 7868 
Aminoglycoside sensitivity 
E. coli, 4331 
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5-(p-Aminopheny]l)-1,2,3,4-tetrahydroxy- 
pentane 
modified folate, 4576 
S. solfataricus, 4576 
a-Amylase, cytoplasmic 
E. coli, 6644 
Amylase, haloalkaliphilic 
Natronococcus sp. strain Ah-36, 3439 
Amylose-defecitive mutants 
C. reinhardtii, 3612 
Anabaena sp. strain PCC 7120 
glutamine synthetase 
regulation, 650 
Synechocystis ginA strain, 650 
nitrogenase synthesis 
heterocyst mutants, 6025 
phycoerythrocyanin operon, 2640 
sigma factor homologs, 7273 
thioredoxins, 2592 
Anabaena variabilis 
dinitrogenase reductase 
in vitro activation, 6179 
Anaerobic aromatic acid degradation 
AadR, 5803 
R. palustris, 5803 
Anaerobic fumarate transport 
E. coli, 5533 
Anaerobic toluene oxidation 
denitrifying Pseudomonas strain, 4860 
Anthranilate metabolism, anaerobic 
denitrifying bacterium, 3621 
Anthranilate synthesis mutants 
R. meliloti, 4416 
symbiotic phenotype, 4416 
Antibiotic synthesis mutants 
S. coelicolor, 4622 
Antigen structure 
S. adjacens, 349 
Antirestriction proteins 
plasmid ard genes, 5079 
Antisense RNA 
C. acetobutylicum, 7642 
glutamine synthetase regulation, 7642 
aph mRNA 
S. fradiae, 4753 
translational start site selection, 4753 
araFGH promoter 
E. coli, 6862 
araJ-tsx region 
E. coli 
map alignment, 1709 
arb genes 
E. chrysanthemi, 765 
B-glycohydrolase family, 765 
Arc regulatory components 
E. coli, 5617 
ArcB 
E. coli, 3972 
signal transduction, 3972 
arcD gene 
P. aeruginosa, 1568 
Archaebacterium, hyperthermophilic 
relaxed plasmid, 6103 
ard genes 
plasmid antirestriction proteins, 5079 
argC gene 
S. clavuligerus, 4606 
argE product 
E. coli, 2323 
argFGH operon 
E. coli 
physical map location, 3836 


Arginine-ornithine exchanger 
P. aeruginosa, 1568 
argJ gene 
N. gonorrhoeae, 2694 
argK gene 
P. syringae pv. phaseolicola, 5895 
argU expression 
E. coli, 1956 
aroK gene 
E. coli, 525 
aroL promoter 
E. coli, 331 
Trp-Tyr repressor synergism, 331 
Aromatic acid degradation, anaerobic 
AadR, 5803 
R. palustris, 5803 
Aromatic dehalogenases 
M. fortuitum, 5669 
Arsenic resistance operon 
S. aureus pI258, 3684 
S. xylosus pSX267, 3676 
Arsenical ATPase efflux pump 
tellurite resistance, 3092 
Arthrobacter oxydans 
carbamate hydrolase, 6600 
Arylsulfatase synthesis 
K. aerogenes, 2344 
negative regulator gene folA, 2344 
asg mutants 
M. xanthus, 3311 
protein rescue, 3311 
A-signalling 
cell density sensing, 7360 
M. xanthus, 7360 
Aspartate proteinase, secreted 
C. albicans, 7848 
second gene, 7848 
Aspergillus nidulans 
bimG gere, 384 
chitin synthesis, 384 
chitin-deficient mutants, 377 
glucan-deficient mutants, 377 
orlA gene, 384 
penicillin biosynthesis regulation, 3789 
penicillin biosynthetic pathway genes, 
7063 


tsE gene, 384 


Aspergillus spp. 
extracellular polysaccharide structure, 
6096 


ATP hydrolysis 
DnaB mutant protein, 7689 
E. coli, 7689 
atp mutants 
carbon metabolism, 7635 
E. coli, 7635 
energy metabolism, 7635 
ATP-binding membrane protein, novel 
B. subtilis, 4302 
ATP-dependent cadmium transport 
B. subtilis, 116 
cadA cadmium resistance determinant, 
116 
ATP-driven extrusion system 
L. lactis, 3118 
attP22 site 
E. coli 
physical map location, 3834 
Autoinducer-deficient strain 
lux genes, 4384 
V. fischeri, 4384 
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Autoinducer-LuxR-independent modula- 
tion 
V. fischeri lux genes, 2440 
Autolysins 
B. subtilis, 464 
S. pneumoniae, 5508 
Autolysis 
S. aureus mutant 
Tn551, 4952 
Avirulence mutation 
A. tumefaciens, 5676 
avrPto gene 
disease resistance, 1604 
Azorhizobium caulinodans 
nicotinate catabolism pathway, 7791 
Azospirillum brasilense 
ADP-ribosylation, reversible, 3364 
draG gene, 3364 
draT gene, 3364 
Azotobacter vinelandii 
hoxZ, 5295 
hydrogen oxidation genes, 4549 
hydrogenase activation, 5295 
nitrogenase-2 
regulation, 3884 
nitrogenase activity, oxygen tolerant 
divalent cations, 3399 


Baby machine, improved 
E. coli, 3445 
Bacillus brevis 
lon gene, 2281 
Bacillus cereus 
physical maps, 3750 
Bacillus circulans 
chitinase D gene, 408 
Bacillus coagulans 
pBC1, 638 
proline iminopeptidase gene, 7919 
S-layer lattice, 3487 
Bacillus firmus 
CadC 
E. coli Na*/H* antiporter stimulation, 
4878 
Bacillus lautus 
celA gene, 3522 
Bacillus licheniformis 
BlaR, 6171 
Bacillus megaterium 
glucose dehydrogenase isozymes, 5013 
xyi operon 
catabolite repression, 3049 
Bacillus methanolicus 
methanol dehydrogenase gene, 5346 
Bacillus polymyxa 
B-glucosidase, 3087 
Bacillus sphaericus 
mosquitocidal toxin 
proteolytic processing, 5051 
Bacillus spp. 
DNA polymerases, 4350 
GPR protease, 807 
small, acid-soluble spore protein degra- 
dation, 807 
Bacillus spp., alkaliphilic 
electrogenic Na*/H* antiport, 5936 
membrane ultrastructure, 5123 
Bacillus stearothermophilus 
alcohol dehydrogenase gene, 1397 
cyclodextrin glucanotransferase muta- 
tions, 7478 
S-layer protein pool, 8008 
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Bacillus subtilis 
N-acetylglucosamine 1-phosphate uridyl- 
transferase gene, 6852 
ATP-binding membrane protein TmrB, 
4302 
ATP-dependent cadmium transport, 116 
autolysins, 464 
bofA gene, 3177 
cadA cadmium resistance determinant 
ATP-dependent cadmium transport, 
116 
DD-carboxypeptidase, 4885 
CDP-glycerol:poly(glycerophosphate) 
glycerophosphotransferase, 646 
CheW 
methyl turnover, 4218 
coat morphogenesis 
spoIVA, 575, 586 
cspB gene, 6326 
dacB gene, 1717 
DegU-phosphate 
stabilization by DegR, 7954 
dinR expression, 3171 
divIVB region, 6717, 6729 
DNA replication 
putative protein repressor, 477 
dnaK locus, 3300 
early spo genes 
transcriptional regulation, 2771 
flagellar genes, 4017 
ftsA deletion strain, 2398 
ftsA regulation 
sporulation, 4647 
ginRA repressor 
operator interactions, 671 
promoter interactions, 671 
glucose starvation-inducible genes, 4361, 
4374 
groESL operon, 3981, 3993 
gsiA gene 
early sporulation gene expression, 
4374 
transcriptional regulation, 4361 
gsiB gene 
transcriptional regulation, 4361 
GTP cyclohydrolase I, 2059 
guaA, 1883 
hemEHY genes, 8081 
ilv-leu operon 
transcriptional regulation, 3212 
L. monocytogenes hemolysin gene, 1293 
leucyl-tRNA synthetase gene leuS, 3928 
leuS gene, 3928 
menBE operon, 5063 
methyl turnover 
CheW, 4218 
min genes, 6717, 6729 
mot operon, 4197 
mre genes, 6717, 6729 
mtrAB operon, 2059 
oriC-type II DNA binding distance, 5466 
pE194 excision, 6997 
penicillin-binding protein, sporulation 
specific, 1717 
gene, 5430 
phosphoproteins, 2474 
pIPS01 copy number 
RepR, 5475 
pro-o mutations, 4629 
pro-o* processing regulation, 3177 
purA, 1883 
recA expression, 3171 
recombination efficiency, 5593 


RNA, small cytoplasmic, 2185 
RNase PH gene rph, 4727 
rpsD gene 
regulatory target site, 6763 
sacB gene 
C. glutamicum, 5462 
S. lividans, 5462 
sacPA operon 
regulation, 3161 
SacT activity, 3161 
sacXY operon 
transcription, 6087 
SecA protein, 4308 
septum placement genes, 6717, 6729 
shape determination genes, 6717, 6729 
sigE 
Fa region mutations, 3812 


regulation, 749, 3695 


—10 binding region, 6815 


truncated proteins, 7144 
Sin, 3561, 3570 
small cytoplasmic RNA, 2185 
spaE gene, 6699 
Spo0A 
spollIG promoter activity, 1448 
spo genes, early 
transcriptional regulation, 2771 
spoll mutants 
sporlets, 8148 
spollA locus, 4885 
spollE regulation, 2648 
spolIG promoter activity 
Spo0A, 1448 
spoIVA gene, 575, 586 
sporulation 
bofA gene, 3177 
ftsA regulation, 4647 
gene expression timing, 3185 
pro-o* processing regulation, 3177 
sporulation gene expression 
gsiA, 4374 
sporulation, stage II 
Sin, 3561, 3570 
transcription regulation, 3561, 3570 
sporulation-specific penicillin-binding 
protein, 1717 
gene, 5430 
spoVK gene, 1053 
SspC protein 
expression in E. coli, 2943 
subtilin gene, 1417 
tagF (rodC), 646 
TmrB 
novel ATP-binding membrane protein, 
4302 
tRNA gene cluster, 3147 
tyrS gene, 1299 
Bacillus thuringiensis subsp. thompsoni 
crystal protein genes, 549 
Bacteria domain 
novel groups, 5072 
Bacteriochlorophyll regulation 
C. aurantiacus, 5021 
Bacteriocin 
L. lactis, 5686 
two-peptide-dependent activity, 5686 
Bacteriophage resistance 
149, 6221 
V. cholerae, 6221 
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Bacteriophage resistance gene 
L. lactis subsp. lactis, 7463 
Bacteriophages 
A7 
P. aeruginosa common antigen lipo- 
polysaccharide, 2407 
assembly protein 
membrane localization, 2460 
topology, 2460 
chromosomal insertion sites 
minireview, 7495 
depolymerase 
E. coli polysaccharide, 7757 
EJ-1, 5516 
HP1 
site-specific integration, 6674 
J proteins 
G4, 2717 
X174, 2717 
L. gasseri 
site-specific recombination, 5584 
E. coli nusG, 1339 
N protein, 1339, 6711, 8144 
Nun action, 1983 
nutL mutations, 1983 
prohead binding mutant, 850 
transcription termination suppression, 
6711 
Mi3 
gene V, 595 
replication, 595 
Mud-P22 
S. typhimurium mapping, 1673 
Nun action 
d nutL mutation, 1983 
nutL mutations 
Nun action, 1983 
Pi 
early gene regulation, 6138 
replication, cell cycle specific, 4457 
tail fiber gene evolution, 3936 
P2 
attachment sites, 4086 
E. coli, 4086, 4094 
ogr genes, 4094 
tail fiber genes, 1462 
P22 
development, 5869 
opdA gene, 5869 
édadh 
L. gasseri, 5584 
site-specific recombination, 5584 
X174 
E. coli OmpT protease, 2404 
prohead accessory protein gpB, 2404 
recombination 
H. influenzae rec-2, 4960 
S. pneumoniae EJ-1, 5516 
T4 


comCa gene, 6539 
lysis-inhibited-cell lysis, 8073 
nrdA and nrdB genes, 5740 
ribonucleoside diphosphate reductase, 
5740 

T7 
double-strand break repair, 155 
RNA polymerase, 619 

tail fiber genes 
P1, 3936 
P2, 1462 
p15B,; 3936 
transfer among phages, 1462 
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Bacteroides spp. 
conjugative chromosomal elements 
excision, 166 
insertion, 166 
plasmidlike forms, 2935 
Bacteroides spp., oral black pigmented 
conjugal elements 
transfer, 4853 
Bacteroides thetaiotaomicron 
chondroitin sulfate utilization pathway 
genes, 342 
chuR gene, 7185 
starch binding genes, 5609 
baiB gene 
Eubacterium sp. strain VPI 12708, 2065 
BamHI restriction-modification system 
B. subtilis, 7194 
E. coli, 7194 
regulation, 7194 
Bdellovibrio bacteriovorus 
conjugation procedure, 6011 
hit locus, 6018 
lipopolysaccharides, 2858 
Bdellovibrios 
host dependence 
minireview, 5765 
Benjaminiella poitrasii 
NADP/NAD glutamate dehydrogenase 
ratio 
dimorphism, 3723 
Benzoate catabolism 
P. putida, 4986 
Betaine 
E. coli, 1586 
osmoregulation, 1586 
Bile acid-coenzyme A ligase 
Eubacterium sp. strain VPI 12708, 2065 
Bile salt hydrolase isozymes 
Lactobacillus sp. strain 100-100, 7217 
bimG gene 
A. nidulans, 384 
Biosurfactant 
S. marcescens, 1769 
Biphenyl dioxygenase genes 
Pseudomonas sp. strain LB400, 2903 
BlaR 
B. licheniformis, 6171 
Bleaching 
nutrient deprivation, 4718 
Synechococcus sp. strain PCC 7942, 
4718 
Bleomycin damage repair 
S. cerevisiae, 3125 
restriction map 
S. typhimurium, 1656 
bofA gene 
B. subtilis, 3177 
Bordetella avium 
outer membrane protein gene, 7729 
Bordetella bronchiseptica 
bvgAS locus 
flagella, 980 
motility, 980 
Bordetella pertussis 
bvgS gene 
constitutive mutations, 970 
physical map, 7770 
Borrelia burgdorferi 
physical map, 3766 
plasmid copy number, 5251 
rRNA gene organization, 3757 
Borrelia spp. 
phylogenetic analysis, 241 


Bradyrhizobium japonicum 
ferrochelatase mutant, 4223 
fixK-like gene, 2111 
hemH gene, 4223 
rhizobitoxine mutants, 3467 

Bradyrhizobium sp. strain 32H1 
cell surface carbohydrates, 7838 
continuous culture, 7838 

Branched-chain amino acid transport 
E. coli, 108 
Lrp, 108 

Brucella ovis 
dnaK gene, 8036 

Brucella spp. 
polymorphism, 7778 

Butanol dehydrogenase isozyme genes 
C. acetobutylicum, 7149 

bvgAS locus 
B. bronchiseptica, 980 
flagella, 980 
motility, 980 

bvgS gene 
B. pertussis, 970 
constitutive mutations, 970 

byp! mutant 
S. cerevisiae, 4183 


cad operon 
E. coli, 530, 2659, 2670 
transcriptional regulation 
external pH, 530 
cadA cadmium resistance determinant 
ATP-dependent cadmium transport, 116 
B. subtilis, 116 
Campylobacter coli 
flagellin antigenicity, 4230 
genome map, 2332 
Campylobacter fetus 
sapA promoter, 5916 
surface array proteins 
reattachment, 1258 
Campylobacter jejuni 
genome map, 2332 
lipopolysaccharides, low molecular 
weight 
diversity, 1324 
structures, 1324 
lysyl-tRNA synthetase gene, 695 
physical map, 3494 
Campylobacter spp. 
DNA methylation, 8156 
flagellar hook protein, 3874 
Candida albicans 
aspartate proteinase, secreted 
second gene, 7848 
cysteine proteinase inhibitor, 4807 
enolase, 6789 
lysine biosynthesis, 7379 
maltase gene, 6992 
retrotransposon, 5624 
sucrose utilization 
zinc finger protein, 222 
switching, 2951 
white-opaque transition, 2951 
Candida boidinii 
directed mutagenesis, 5988 
multipurpose peroxisomes, 4057 
Capsular polysaccharide 
V. vulnificus, 2620 
Capsule expression 
E. coli, 8 
rcsA gene, 8 
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Capsule structure 
P. mirabilis, 2172 
CARI expression 
nitrogen catabolite repression, 48 
S. cerevisiae, 48 
CARI gene 
inducer-responsive upstream activation 
sequence, 6831 
S. cerevisiae, 6831 
Carbamate hydrolase 
A. oxydans, 6600 
Carbohydrate-binding sites 
C. difficile, 6707 
S. mutans, 6707 
Carbon monoxide dehydrogenase system 
R. rubrum, 5284 
Carbon starvation 
Vibrio sp. strain CCUG 15956 
ribosomes, 6780 
Carboxypeptidase 
E. coli, 441 
M. racemosus, 447 
pDD-Carboxypeptidase 
B. subtilis, 4885 
DD-Carboxypeptidase mutant 
murein composition, 5152 
S. pneumoniae, 5152 
cat gene 
Tn2424, 2891 
Catabolite gene activator protein 
E. coli, 6918 
lac transcription activation 
minireview, 655 
tdc operon expression, 6918 
Catabolite gene activator protein-like pro- 
tein 
X. campestris, 5457 
Catabolite repression 
V. parahaemolyticus H* -translocating 
ATPase, 6743 
catBC operon 
activation, 7798 
P. putida, 7798 
Catechol-mediated iron transport 
E. chrysanthemi, 4783 
Caulobacter crescentus 
flaFG region, 6046 
flagella 
early gene expression, 1760 
flagellar sheath 
helical, 6198 
flagellum biosynthesis, 4101 
flbF gene, 857 
figI region, 4101 
fliL gene, 3327 
fliM gene, 3327 
holdfast attachment genes, 687 
outer membrane lipopolysaccharide, 
7595 
S-layer structure, 6527 
Caulobacters 
paracrystalline surface layer proteins, 
1783 


phylogeny, 2193 
CDP-diacylglycerol metabolism 
S. pombe, 5711 
CDP-glycerol:poly(glycerophosphate) glyc- 
erophosphotransferase 
B. subtilis, 646 


cea 
anaerobic regulation, 5101 


cefG gene 
C. acremonium, 3056 
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celA, gene 
S. halstedii, 6368 
celA gene 
B. lautus, 3522 
C. thermocellum 
expression in 7. thermophilus, 6424 
Cell density sensing 
A-signalling, 7360 
M. xanthus, 7360 
Cell division 
E. coli, 8152 
rate maintenance, 8152 
Cell division initiation 
E. coli, 6314 
FtsA/FtsZ ratio, 6314 
Cell surface 
P. putida 
monoclonal antibodies, 2978 
T. curvata, 7048 
Cell surface carbohydrates 
Bradyrhizobium sp. strain 32H1 
continuous culture, 7838 
Cell surface modification 
calcium ion, 5780 
S. aurantiaca, 5780 
Cell-cell recognition 
biomimics, 1055 
fungi, 1055 
Cellobiose chemotaxis 
C. gelida, 7996 
Cellulase, germination specific 
D. discoideum, 7834 
Cellulomonas gelida 
cellobiose chemotaxis, 7996 
Cephalosporium acremonium 
deacetylcephalosporin C acetyltrans- 
ferase gene cefG, 3056 
CH,-S-CoM reductase 
kinetic studies, 1007 
M. thermoautotrophicum, 1007 
Chaperonins 
endosymbiont, 1869 
expression in E. coli groE mutants, 1869 
“*Chelatobacter’’ strain ATCC 29600 
nitrilotriacetate monooxygenase, 1179 
Chemolithoautotrophic dinitrogen assimila- 
tion 
S. thermoautotrophicus, 6840 
Chemostats 
protozoa 
physiology, 2929 
Chemotaxis 
C. gelida 
cellobiose, 7996 
P. aeruginosa 
phosphate, 5149 
CheY 
E. coli, 6247 
signaling surface, 6247 
Chi activation, recBCD dependent 
E. coli, 1172 
inhibition, 1172 
Chitin synthesis 
A. nidulans, 384 
Chitinase D gene 
B. circulans, 408 
Chitinase genes 
R. oligosporus, 7398 
Chitinases 
multiplicity, 3450 
R. oligosporus, 7398 
S. olivaceoviridis, 3450 


Chitin-deficient mutants 
A. nidulans, 377 
Chlamydia trachomatis 
genetic map, 2742 
physical map, 2742 
spc ribosomal protein gene cluster, 1205 
6-thioguanine effect, 2865 
Chlamydomonas reinhardtii 
amylose-defective mutants, 3612 
chiB mutant 
E. coli, 7934 
nitrate reductase activation, 7934 
Chloramphenicol acetyltransferase gene 
Tn2424, 2891 
(R)-3-Chloro-1,2-propanediol formation 
Corynebacterium sp. strain N-1074, 7613 
enzymes, 7613 
Chlorobium tepidum 
malate dehydrogenase, 1307 
Chlorobium vibrioforme 
malate dehydrogenase, 1307 
Chloroflexus aurantiacus 
bacteriochlorophyll regulation, 5021 
Chondroitin sulfate utilization pathway 
genes 
B. thetaiotaomicron, 342 
Chorismate lyase 
E. coli, 5309 
Chromosomal insertion sites 
minireview, 7495 
Chromosomal origin 
S. coelicolor, 3220 
Chromosomal structure 
H. salinarium, 7207 
Chromosome 
Y. pestis, 2078 
Chromosome map 
S. coelicolor, 5496 
Chromosome mapping system 
R. meliloti, 324 
Chromosome partitioning 
E. coli 
minireview, 7883 
E. coli dam mutants, 2388 
Chromosome replication 
E. coli, 398 
Fis protein, 398 
S. lividans, 2688 
Chromosome segregation mutant 
E. coli, 4513 
Chromosome transfer 
R. sphaeroides, 1135 
chuR gene 
B. thetaiotaomicron, 7185 
Citrate transport, Na* dependent 
K. pneumoniae, 4893 
Citrobacter freundii 
ViaB, 5910 
Clavibacter xyli subsp. cynodontis 
transformation 
IncP plasmids, 4500 
Clostridium acetobutylicum 
adc region 
mRNA analysis, 426 
solventogenesis, 426 
antisense RNA 
differential expression, 7642 
glutamine synthetase regulation, 7642 
butanol dehydrogenase isozyme genes, 


dnaK locus, 3290 
groESL operon, 3282 
lipid composition 
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regulation, 1848 
Clostridium botulinum 
23S rRNA operons, 8158 
Clostridium cellulolyticum 
endoglucanase A 
catalytic domain, 4677 
Clostridium cellulovorans 
endoglucanases-xylanases 
hyperexpression in E. coli, 1403 
Clostridium difficile 
toxin C-terminal repeats, 6707 
Clostridium sticklandii 
glycine reductase selenoprotein A gene, 
7080 


Clostridium thermoaceticum 
acetyl-coenzyme A synthesis 
in vivo rates, 4667 
Clostridium thermocellum 
celA gene 
expression in T. thermophilus, 6424 
Clostridium thermohydrosulfuricum 
cyclomaltodextrinase gene, 5400 
surface layer glycoprotein 
novel linkage unit, 2236 
Clip proteins 
minireview, 1081 
coaA gene 
E. coli, 6411 
allelic with rts, 1705 
physical map location, 1705 
Coat morphogenesis 
B. subtilis, 575, 586 
spoIVA gene, 575, 586 
cob genes 
CobII and CobIII regions, 24 
S. typhimurium, 24 
cob/pdu 
S. typhimurium, 2253, 2267 
Cobalamin synthesis 
S. typhimurium, 2138 
Cobaltochelatase 
P. denitrificans, 7445 
cobL product 
P. denitrificans, 1050 
Cob(I])yrinic acid a,c-diamide reductase 
P. denitrificans, 7452 
Cocaine esterase 
P. maltophila, 2087 
Cold shock gene cspB 
B. subtilis, 6326 
Cold shock response 
DNA gyrase, 5798 
E. coli, 5798 
Colicin E1 
anaerobic control, 5101 
Colicin immunity proteins 
E. coli, 6432 
Collagenase 
P. gingivalis, 3889 
com101A mutation 
DNA processing, 3392 
H. influenzae, 3392 
comCa gene 
T4, 6539 
Conjugal elements 
transfer 
Bacteroides spp., oral black pig- 
mented, 4853 
Conjugation 
B. bacteriovorus, 6011 
Conjugative chromosomal elements 
Bacteroides spp., 166 
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Conjugative transfer 
IncP plasmids, 2493 
strand transfer termination, 6659 
Conjugative transposition 
minireview, 6005 
Tn916, 4036 
Copper nitrite reductase mutants 
Pseudomonas sp. strain G-179, 6653 
Coronatine synthesis genes 
P. syringae pv. glycinea, 1837 
Corynebacterium diphtheriae 
dtxR alleles, 1268 
tox repressor, 1268 
Corynebacterium glutamicum 
aminoethylcysteine degradation, 2968 
B. subtilis sacB gene, 5462 
C-S lyase, 2968 
glycolytic enzyme genes, 6076 
staphylococcal nuclease secretion, 1854 
threonine dehydratase, 8065 
Corynebacterium sp. strain N-1074 
(R)-3-chloro-1,2-propanediol formation 
enzymes, 7613 
Coxiella burnetti 
repetitive element, 5540 
Cr(VI) reductase, NAD(P)H dependent 
P. ambigua, 5340 
Cross regulation 
two-component regulatory systems 
minireview, 2053 
Crystal protein genes 
B. thuringiensis subsp. thompsoni, 549 
C-S lyase 
aminoethylcysteine degradation, 2968 
C. glutamicum, 2968 
C-shaped cells 
E. coli, 5362 
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E. coli, 5485 
membrane topology, 5485 
Exclusion limit 
P. aeruginosa, 5196 
exo mutants 
exogenous suppression of symbiotic de- 
ficiencies, 3403 
R. meliloti, 3403 
Exoribonucleases 
E. coli growth, 6682 
Extracellular lipase 
chromosomal mutation, 4000 
S. aureus, 4000 
Extracellular polysaccharide 
P. solanacearum 
virulence, 1068 
Extracellular polysaccharide structure 
Aspergillus spp., 6096 
Penicillium spp., 6096 
Extracellular protein secretion determi- 
nants 
gram-negative bacteria 
minireview, 3423 


F, Fp) ATP synthase 
E. coli, 633 
mutations, 633 
ATPase 
c subunit glycine-rich region, 4496 
E. coli, 3370, 4496 
F, proton channel genes, 3370 
fabD gene 
E. coli, 2851 
fadD gene 
E. coli 
physical map location, 7875 
Fatty acid biosynthesis 
E. coli, 7407 
htrB gene, 7407 
fdn operon 
control region, 4935 
E. coli, 4935 
fdx gene 
E. coli 
physical map location, 5760 
fec region 
E. coli 
physical map location, 3838 
Fe(II1)-pyochelin receptor 
cloning, 4401 
P. aeruginosa, 4401 
Fermentative enzymes 
inmnunocytochemical localization, 4504 
Z. mobilis, 4504 
Ferredoxin gene 
M. thermophila, 5244 
Ferric vibriobactin receptor gene vinA 
V. cholerae, 3729 


YS 

ving 
ase 
Gath 


VoL. 174, 1992 


Ferrichrome 
P. putida 
receptor mapping, 78 
Ferrioxamine uptake 
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glycerol-induced unwinding, 5145 
K88 
minor components, 6350 
Fimbriae, thin aggregative 
E. coli, 4490 
firA 
omsA, 7090 
Fis protein 
chromosome replication, 398 
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E. coli, 5414 
septal morphology, 5414 
ftsZ gene 
activation by rcsB, 3964 
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C. coli, 2332 
C. jejuni, 2332 
Genome size 
Rickettsia spp., 7455 
Stigmatella spp., 6307 
Y. pestis, 2078 
Genome stability 
Stigmatella spp., 6307 
Germination-specific cellulase 
D. discoideum, 7834 
glf-zwf-edd-glk operon 
Z. mobilis, 2816, 2824 
gigC mutant gene 
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E. coli, 4538 
ginRA repressor 
B. subtilis, 671 
operator interactions, 671 
promoter interactions, 671 
glpFKX region 
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Glucose-fructose oxidoreductase gene 
Z. mobilis, 1439 
B-Glucosidase 
B. polymyxa, 3087 
B-Glucosidase gene 
A. tumefaciens, 1478 
Glucosyltransferase expression 
regulatory gene 7gg, 3577 
S. gordonii, 3577 
Glucosyltransferases 
hybrid-enzyme analysis, 5639 
S. mutans, 5639 
Glutamate decarboxylase genes 
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Hemolysin transport 
E. coli, 6771 
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yopE transcription, 4275 
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B. subtilis, 3928 
leuS gene 

B. subtilis, 3928 
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Lipopolysaccharide antigens 
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Lipopolysaccharide core 
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Lipopolysaccharide core genes 
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Lipopolysaccharide gene regulation 
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Lipopolysaccharide mutant 
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structure, 4913 
membrane interactions, 336 
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Pectinatus spp., 3348 
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livJ expression 
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transcriptional regulation, 5132 
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lysU expression 
E. coli, 2779 
Irp, 2779 
Lysyl-tRNA synthetase gene 
C. jejuni, 695 
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Membranes 
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metA regulation 
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Metalloprotease gene 
V. anguillarum, 7235 
Methane formation 
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mRNA processing 
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E. coli, 5258 
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E. coli sec mutation, 1454 
Multiresistance transposons 
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Muramidase-2 
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Muramidase-2 gene 
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murB gene 
E. coli, 1690 
Murein 
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Murein-metabolizing enzymes 
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mutR 
E. coli, 5168 
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Mycobacteria 
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Mycobacterium fortuitum 
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Mycobacterium smegmatis 
penicillin-binding protein, 4829 
Mycobacterium sp. strain E3 
alkene monooxygenase 
NADH reductase component, 3275 
Mycobacterium tuberculosis 
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Mycoplasma hominis 
genetic mapping, 2199 
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Mycoplasma pneumoniae 
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HMW3 localization, 4265 
Mycoplasmalike organisms 
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X disease, 6694 
membrane properties, 682 
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A-signalling, 7360 
cell density sensing, 7360 
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gliding motility 
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Na*-dependent citrate transport 
K. pneumoniae, 4893 
Na*-translocating membrane protein 
Methanosarcina strain G61, 7656 
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transcription, 1119 
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E. coli, 867 
nitrate reductase, 867 
narK regulation 
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stress proteins, 6928 
transferrin-binding protein 1, 5788 
Neisseria meningitidis 
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E. coli K1, 315 
Neuraminidase gene 
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regulation, 3884 
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E. coli, 3637 
osmZ locus 
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Pectinase gene transcription 
E. chrysanthemi, 7807 
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Peptidoglycan sacculus 
E. coli, 4811 
elasticity, 4811 
Peptidoglycan stabilization 
E. coli, 7572 
penicillin-binding protein 6, 7572 
Peptidyltransferase 
23S rRNA, 1333 
Periplasmic flagella 
L. interrogans, 4761 
Periplasmic flagellum gene 
T. phagedensis, 6404 
Peroxisomal alcohol oxidase crystals 
architecture, 5391 
H. polymorpha, 5391 
Peroxisome-deficient mutants 
P. pastoris, 4943 
Peroxisomes, multipurpose 
C. boidinii, 4057 
pfl gene 
anaerobic induction, 3474 
E. coli, 3474 
and pgpB genes 
E. coli, 205 
pH regulation 
E. coli, 1537 
inaA structure, 1537 
Phage resistance 
149, 6221 
V. cholerae, 6221 
Phage resistance gene 
L. lactis subsp. lactis, 7463 
Phanerochaete chrysosporium 
2,7-dichlorodibenzo-p-dioxin degrada- 
tion, 2131 
lignin peroxidase genes, 5036 
manganese peroxidases, 3532 
Phenol catabolic operon 
Pseudomonas sp. strain CF600, 711 
Phenol hydroxylase gene phyA 
T. cutaneum, 7112 
Phenol metabolism, anaerobic 
denitrifying bacterium, 3629 
Phenol/cresol hydroxylase gene thuD 
P. picketti, 6518 
pheSS mutation 
E. coli, 1686 
thermosensitivity, 1686 
phoP locus 
E. coli, 486 
phoP-phoQ operon 
E. coli, 492 
Phosphate regulon 
E. coli, 2124 
Pta-AckA pathway, 2124 
Phosphate taxis 
P. aeruginosa, 5149 
Phosphoenolpyruvate phosphomutase 
P. gladioli, 6857 
Phosphoenolpyruvate:sugar phosphotrans- 
ferase system 
nomenclature 
minireview, 1433 
Phosphoglycerate mutase 
S. coelicolor, 434 
Phospholipid phosphatases 
E. coli, 205 
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Phosphonate degradative pathways 
E. aerogenes, 2501 
Phosphoproteins 
B. subtilis, 2474 
PhoU 
alkaline phosphatase regulation, 8057 
E. coli, 8057 
phosphate transport, 8057 
phyA gene 
T. cutaneum, 7112 
Phycoerythrin-associated linker protein 
gene 
F. diplosiphon, 5995 
Phycoerythrocyanin operon 
Anabaena sp. strain PCC 7120, 2640 
Phylogeny 
Bacteria domain 
novel groups, 5072 
Borrelia spp., 241 
caulobacters, 2193 
eubacteria 
iron oxidizing, 269 
sulfur oxidizing, 269 
Pasteurellaceae, 2002 
repetitive extragenic palindromic se- 
quences, 4583 
S. dublin, 3587 
S. velum chemoautotrophic bacterial 
symbionts, 3416 
Physarum polycephalum 
transglutaminase, 2599 
Physical mapping 
B. burgdorferi, 3766 
B. cereus, 3750 
B. pertussis, 7770 
C. jejuni, 3494 
C. trachomatis, 2742 
E. coli 
76.5-minute cluster, 7880 
acyl coenzyme A synthetase gene 
fadD, 7875 
ahpC, 3826 
ahpF, 3826 
araJ-tsx region, 1709 
argFGH, 3836 
attP22, 3834 
coaA, 1705 
cydC, 3824 
cydD, 3824 
dcp, 1698 
dedB/usg, 5755 
eco, 1704 
efg, 5765 
envCD, 3828 
fadD, 7875 
5760 
fec region, 3838 
ginD, 1702 
ginE, 7876 
hisGDCBHAFI, 3830 
htrD, 3824 
metA, 5753 
narQ, 7882 
nine-minute region, 1709 
nlpA, 3822 
nupC, 5758 
oxyR-trmA region, 7878 
protease II gene ptrB, 7881 
repetitive extragenic palindromic se- 
quences, 4583 
rne (ams)-rpmF -plsX-fab region, 7873 
rts, 1705 
sbm, 5763 


sor genes, 7784 
tkt, 1707 
tolC-htrP region, 1700 
trxB, 3824 
tyrR, 3832 
ubiA, 5762 
L. interrogans, 7566 
L. lactis subsp. lactis, 6752 
L. monocytogenes, 7098 
M. hominis, 2199 
M. thermoautotrophicum, 7227 
R. capsulatus, 4070 
Pichia pastoris 
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pilA gene 
N. gonorrhoeae, 5978 
Pili 
gliding motility, 5406 
M. xanthus, 5406 
N. gonorrhoeae 
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Pili, type 1 
E. coli, 5923 
Pilin gene transcriptional activator 
P. aeruginosa, 3514 
pilR gene 
P. aeruginosa, 3514 
Plasmid copy number 
B. burgdorferi, 5251 
pIPs0o1 
RepR, 5475 
Plasmid inheritance 
R. meliloti 
RK2 region, 7486 
Plasmid partition 
topA host, 5190 
Plasmid replication 
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nonrandom, 2121 
linear products, 173 
mini-F, 5597 
pSC101, 456, 785 
R6K 
E. coli cell cycle, 1060 
novel promoter, 4777 
RepE 
proteolysis, 3004 
RK2 
initiation protein mutants, 410 
initiator operon, 4842 
Plasmidlike forms 
Bacteroides spp., 2935 
Plasmids 
antirestriction proteins, 5079 
ard genes, 5079 
B. burgdorferi 
copy number, 5251 
B. coagulans pBC1, 638 
B. subtilis pE194 
excision, 6997 
chromosomal insertion sites 
minireview, 7495 
E. faecalis pAD1 
conjugative transfer, 3152 
hyperhemolysis, 1801 
Tn9/6 insertions, 1801 
F 
incD conservation, 3558 
nonrandom replication, 2121 
TraC localization, 3800 
traW, 5567 
trbI, 5567 
gram-positive bacteria 
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thermosensitive plasmid, 5633 
hyperthermophilic archaebacterium, 
6103 
IncB miniplasmid 
rep genes, 2376 
IncHI2 R478 
restriction map, 1197 
IncN 
K. oxytoca killing, 3070 
kikA region, 3070 
IncP 
conjugative transfer, 2493 
traF , 6666 
traG, 6666 
K. lactis pKD1 
site-specific recombination, 6703 
linear replication products, 173 
mini-F 
replication, 5597 
N tra 
mob region, 499 
pCU1 oniT region, 499 
NR1 


repAl expression, translational cou- 


pling, 7620 

stb autoregulation, 7629 
p1S5B 

tail fiber gene evolution, 3936 
P307 

RepFIB RepA protein, 7533 
FP. aeruginosa pVS1 

In0, 1248 
pAD1 

conjugative transfer, 3152 

E. faecalis hyperhemolysis, 1801 

Tn9/6 insertions, 1801 
pBC1, 638 
pBR322 

tetA(C) gene, 7926 

N tra mob region, 499 

oriT region, 499 

replication origins, 8139 
pE194 

excision, 6997 
p1258 

arsenic resistance operon, 3684 

mercury resistance operon, 7044 
pIPS01 

copy number, 5475 

RepR, 5475 
pKD1 

site-specific recombination, 6703 
pSC101 

integration host factor, 785 

replication, 785 

replication mutants, 456 
pSDL2 

spv operon, 6418 
Pseudomonas sp. strain NS671 

hydantoin racemase gene, 3461 
pSX267 

arsenic resistance operon, 3676 
pTF-FC2 

mobilization region, 6230 
pTiCs8 

oriT region, 6238 
R6K 

E. coli cell cycle, 1060 

replication, 1060 

replication region promoter, 4777 
R100 
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R478 
restriction map, 1197 
R721 
shuffion, 7053 
R. leguminosarum bv. phaseoli 
symbiosis, 5183 
R. sphaeroides 
self-transmissible, 1124 
rep genes 
IncB miniplasmid, 2376 
repAl expression 
translational coupling, 7620 
RepFIB replicon 
RepA protein, 7533 
replication products 
linear, 173 
RK2 
R. meliloti in planta plasmid inheri- 
tance, 7486 
replication initiation protein mutants, 
4110 
replication initiator operon, 4842 
stabilization system, 8119 
trfA mutations, 7026 
RepA N-terminal function, 6904 
S. aureus p1258 
arsenic resistance operon, 3684 
mercury resistance operon, 7044 
S. xylosus pSX267 
arsenic resistance operon, 3676 
Salmonella pSDL2 
spv operon, 6418 
self-transmissible 
R. sphaeroides, 1124 
single-stranded DNA 
linear replication products, 173 
T. denticola, 2724 
thermosensitive 
gram-positive bacteria, 5633 
transfer 
S. floricola, 4410 
virulence gene expression 
S. dublin, 4482 
Plasmin receptor 
group A streptococci, 5204 
Polyketide synthase 
complementation, 6184 
S. coelicolor, 6184 
Polymerase chain reaction 
H. capsulatum, 7075 
Polymorphic tandem repeat 
M. tuberculosis, 4157 
Polymorphism 
Brucella spp., 7778 
Polysaccharide 
E. coli, 7757 
phage depolymerase, 7757 
Polysialic acid synthesis 
E. coli, 1099, 6191 
manipulation, 6191 
Polysialyltransferases 
E. coli, 5127 
Porin antigenic sites 
H. influenzae type b, 4007 
Porin osmoregulation 
membrane-derived oligosaccharides, 
1410 
Porins 
enteric bacteria, 1965 
P. syringae pv. syringae 
avirulence phenotype, 1742 


Porphyrin secretion, thiol stimulated 
E. coli, 1072 
Porphyromonas gingivalis 
collagenase, 3889 
Omp26 localization, 5827 
prtC gene, 3889 
Potassium ion 
Methanohalophilus strain Z7302, 7474 
Potassium uptake system 
S. cerevisiae, 2025 
pre gene 
E. coli, 7844 
inactivation, 7844 
Precorrin-6x reductase 
P. denitrificans, 1036 
Precorrin-6y 
P. denitrificans, 1050 
Precorrin-8x 
P. denitrificans, 1043, 1050 
Prepilin processing 
kinetics, 7345 
P. aeruginosa, 7345 
Prevotella loescheii 
adhesin gene, 7328 
prfA gene 
L. monocytogenes, 568 
virulence gene regulation, 568 
prl suppressor mutants 
E. coli, 92 
maltose-binding protein export, 92 
priC gene 
E. coli, 5881 
S. typhimurium opdA gene, 5881 
priF mutations 
E. coli, 5661 
Lon activity, 5661 
gene 
S. cerevisiae, 4148 
PRO3 gene 
S. cerevisiae, 3782 
Prohead binding mutant 
A, 850 
Proline 
E. coli, 1586 
osmoregulation, 1586 
Proline iminopeptidase gene 
B. coagulans, 7919 
Proline transport 
S. aureus, 2702 
Proline-specific endopeptidase 
Xanthomonas sp., 2454 
Promoter recognition 
7221 
Protease II gene ptrB 
E. coli 
physical map location, 7881 
Protein secretion 
X. campestris pv. campestris, 2679 
Protein secretion, extracellular 
gram-negative bacteria 
minireview, 3423 
Protein synthesis initiation 
E. coli, 7819 
tRNA mutants, 7819 
Proteinase complexes 
Frankia strain BR, 1495 
Proteinase, neutral 
Streptomyces sp. strain C5, 2797 
Proteolytic processing 
mosquitocidal toxin, 5051 
Proteus mirabilis 
capsule structure, 2172 
O-acetylated peptidoglycan 
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monoclonal antibody, 5043 

Protozoa 

physiology in chemostats, 2929 
prtC gene 

P. gingivalis, 3889 
psbA genes 

high-light response, 3766 

Synechococcus sp. strain PCC 7942, 

3766 


Pseudomonas aeruginosa 
algC regulation, 7680 
AlgP, 824 
AlgR-binding sites, 6624 
arcD gene, 1568 
arginine-ornithine exchanger, 1568 
chemotaxis 
phosphate, 5149 
common antigen lipopolysaccharide 
phage A7 receptor, 2407 
din genes, 1862 
elastase production, 4140 
exclusion limit, 5196 
Fe(III)-pyochelin receptor 
cloning, 4401 
ferripyoverdin uptake 
pyocin Sa receptor, 4847 
gene mapping, 327 
histonelike element AlgP, 824 
LasA production, 4140 
lipopolysaccharides 
monoclonal antibody probes, 2178 
ultrastructure, 7159 
N. gonorrhoeae pilin production, 7321 
OprF, 4977 
OprF porin, 5196 
OprO porin, 471 
phosphate taxis, 5149 
pilin gene transcriptional activator, 3514 
pilR gene, 3514 
prepilin processing 
kinetics, 7345 
pyocin Sa receptor 
ferripyoverdin uptake, 4847 
pyoverdin synthesis mutants, 5727 
stress response, 1862 
Pseudomonas ambigua 
NAD(P)H-dependent Cr(VI) reductase, 
5340 
Pseudomonas cepacia 
2-halobenzoate 1,2-dioxygenase, 279 
Pseudomonas denitrificans 
cobaltochelatase, 7445 
cobL product, 1050 
cob(II])yrinic acid a,c-diamide reductase, 
7452 
precorrin-6x reductase, 1036 
precorrin-8x 
biosynthesis from precorrin-6y, 1050 
hydrogenobyrinic acid synthesis, 1043 
vitamin B,, biosynthesis, 1036, 1043, 
1050 
Pseudomonas fluorescens 
nitrite reduction-deficient mutants, 2560 
Pseudomonas gladioli 
phosphoenolpyruvate phosphomutase, 
6857 
Pseudomonas maltophila 
cocaine esterase, 2087 
Pseudomonas mendocina 
tmoF gene, 7253 
Pseudomonas picketti 
phenol/cresol hydroxylase gene tbuD, 
6518 
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Pseudomonas putida 
benzoate catabolism genes, 4986 
catBC operon 
activation, 7798 
cell surface 
monoclonal antibodies, 2978 
DEH mobile genetic element 
dehalogenase genes, 1932, 1941 
ferrichrome 
receptor mapping, 78 


D-haloalkanoate dehalogenase gene, 2612 


iron uptake 
receptor mapping, 78 
B-ketoadipate:succinyl-coenzyme A 
transferase genes, 4657 
receptor mapping 
ferrichrome, 78 
Pseudomonas solanacearum 
endoglucanase transport 
mature sequences, 1314 
extracellular polysaccharide 
virulence, 1068 
tyrosine phosphorylation, 4356 
Pseudomonas sp. strain CF600 
phenol catabolic operon 
functional analysis, 711 
nucleotide sequence, 711 
Pseudomonas sp. strain G-179 
copper nitrite reductase mutants, 6653 
Pseudomonas sp. strain LB400 
biphenyl dioxygenase genes, 2903 
Pseudomonas sp. strain NS671 
5-substituted hydantoin conversion 
genes, 962 
hydantoin racemase, 7989 
plasmid hydantoin racemase gene, 3461 
Pseudomonas strain, denitrifying 
anaerobic toluene oxidation, 4860 
Pseudomonas stutzeri 
nitric oxide reductase genes, 2394 
nitrous oxide reductase, 5332 
NosR, 5332 
Pseudomonas syringae 
lemA gene, 3011, 3021 
tabtoxin production, 3021 
Pseudomonas syringae pv. glycinea 
coronatine synthesis genes, 1837 
Pseudomonas syringae pv. phaseolicola 
argK gene, 5895 
hrp expression signals, 3499 
Pseudomonas syringae pv. syringae 
hrp gene cluster 
environmental regulation, 1734 
organization, 1734 
hrp/hrm gene cluster 
porins, 1742 
hrpH product, 6878 
porins 
hrp/hrm gene cluster, 1742 
Pseudomonas syringae pv. tomato 
avrPto gene 
disease resistance, 1604 
pspA gene 
S. pneumoniae, 601, 610 
PspA protein 
S. pneumoniae, 601, 610 
Pta-AckA pathway 
E. coli, 2124 
phosphate regulon, 2124 
ptsI gene 
S. carnosus, 2208 


puc operon 
R. sphaeroides, 1146, 1158 
regulation, 1146, 1158 
pufA mutants 
R. capsulatus, 3030 


purA 
B. subtilis, 1883 
purB gene 
E. coli, 130, 7121 
Purine repressor 
E. coli, 6207 
putP 
evolutionary genetics, 6886 
Pvull endonuclease 
pvullIC gene, 3395 
pvulIR gene, 3395 
Pyocin Sa receptor 
ferripyoverdin uptake, 4847 
P. aeruginosa, 4847 
Pyoverdin synthesis mutants 
P. aeruginosa, 5727 
pyrC expression 
E. coli, 514 
translational control, 514 
Pyridoxine 5'-phosphate oxidase 
E. coli, 6033 
Pyrodictium brockii 
hydrogen-oxidizing electron transport, 
137 
Pyrroloquinoline quinone synthase gene 
E. herbicola, 5814 
Pyrrolo-quinoline-quinone 
biosynthesis, 1426 
Pyruvate dehydrogenase complex 
A. laidlawii, 1388 


L. lactis subsp. lactis bv. diacetylactis, 


4838 
Pyruvate formate-lyase gene pfl 
anaerobic induction, 3474 
E. coli, 3474 


Rare-earth oxyanion reduction 
R. sphaeroides, 1505 
rck virulence plasmid gene 
ail homology, 84 
pagC homology, 84 
S. typhimurium, 84 
rcsA gene 
E. coli, 8 
group I capsule expression, 8 
rcsB gene 
E. coli, 3964 
ftsZ activation, 3964 
Kiebsiella K2 capsule synthesis, 1063 
rcsF gene 
E. coli, 8016 
rdxA gene 
membrane protein, 6444 
R. sphaeroides, 6444 
recA expression 
B. subtilis, 3171 
recA gene 
cloning method, 5171 
gram-positive bacteria, 2729, 5171 
mycoplasmas, 778, 2729 
recA mutations 
E. coli, 6264 
recombination, 6264 
SOS response, 6264 
recBC 
DNA unwinding, 5424 
E. coli, 5424 
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recBCD-dependent Chi activation 
E. coli, 1172 
inhibition, 1172 
Receptor mapping 
ferrichrome, 78 
P. putida, 78 
RecF protein 
ATP binding, 7705 
double-stranded DNA binding, 7705 
E. coli, 7705 
Recombination efficiency 
B. subtilis, 5593 
Relaxed-like state 
E. coli, 3903 
temperature downshifts, 3903 
rep genes 
IncB miniplasmid, 2376 
RepA 
N-terminal! function, 6904 
RepFIB replicon, 7533 
Rts1, 6904 
repAl expression 
NR1, 7620 
translational coupling, 7620 
Repair 
T7 DNA, 155 
RepE 
proteolysis, 3004 
replication inhibitor, 3004 
Repetitive DNA element 
C. burnetti, 5540 
Repetitive DNA sequences 
short, interspersed 
minireview, 4525 
Repetitive extragenic palindromic se- 
quences 
E. coli, 4583 
phylogenetic distribution, 4583 
physical mapping, 4583 
Replication arrest site 
E. coli, 7854 
Replication initiation protein mutants 
RK2, 4110 
Replication products 
linear, 173 
single-stranded DNA plasmids, 173 
Replication terminus region genes 
E. coli, 2102 
Respiratory chain 
A. aceti terminal oxidase, 122 
Resp:i story pathway genes 
transcription 
E. coli, 7069 
minireview, 7069 
Restriction map 
M. pneumoniae, 7289 
Restriction-modification 
BamHI system 
regulation, 7194 
F. succinogenes, 5275 
M. thermoformicicum MthTI system, 
5719 
NgoMI, 4899 
Retrons 
multicopy single-stranded DNA 
minireview, 2419 
Retrotransfer 
mathematic modeling, 5953 
Retrotransposon 
C. albicans, 5624 
Reverse transcriptase gene 
M. xanthus, 2384 
S. aurantiaca, 2384 
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rfa genes 
E. coli, 930, 2525, 3250, 4736, 4746, 7297 
S. typhimurium, 4736, 4746 
rfaQ gene 
3-deoxy-manno-octulosonic acid trans- 
ferase gene, 7750 
E. coli, 7750 
rfb gene cluster 
K. pneumoniae, 4614 
rfb genes 
S. flexneri, 7500 
rfp gene 
S. dysenteriae, 7297 
reg gene 
S. gordonii, 3577 
rhiABCR genes 
R. leguminosarum bv. viciae, 4026 
Rhizobia 
nodulation gene expression 
minireview, 5177 
NodD, 5177 
Rhizobitoxine mutants 
B. japonicum, 3467 
Rhizobium leguminosarum 
DctD 
central domain, 1428 
lipopolysaccharide 
antigenic changes, 2222 
structural epitopes, 2230 
outer membrane protein gene, 214 
Rhizobium leguminosarum bv. phaseoli 
plasmids, 5183 
symbiosis, 5183 
Rhizobium leguminosarum bv. trifolii 
cyclic B-1,2-glucans 
synthesis, 6336 
Rhizobium leguminosarum bv. viciae 
hydrogen uptake genes, 4130 
inducible nodulation genes, 6109 
rhiABCR genes, 4026 
Rhizobium meliloti 
anthranilate synthesis mutants, 4416 
symbiotic phenotype, 4416 
chromosome mapping system, 324 
exo mutants 
exogenous suppression of symbiotic 
deficiencies, 3403 
flagella 
subunit associations, 3896 
isocitrate dehydrogenase gene, 4790 
lipopolysaccharide mutant 
symbiosis, 5941 
nifA promoter, 4120 
plasmid inheritance in planta 
RK2 region, 7486 
Rhizobium spp. 
nodM and nodN 
common nod genes, 7555 
Rhizopus oligosporus 
chitinase genes, 7398 
chitinases, 7398 
Rhodobacter capsulatus 
hydrogenase expression 
H, stimulation, 4258 
hydroperoxidases, 3386 
indoleglycerol phosphate synthase gene 
trpC, 5482 
physical map, 4070 
pufA mutants, 3030 
tetrapyrrole biosynthesis, 5272 
trpC gene, 5482 


Rhodobacter sphaeroides 


chromosome transfer, 1135 
heme-Cu-containing oxidases, 2338 
K*-translocating ATPase, 6911 
nifUSVW-rpoN gene cluster, 3855 
plasmid, self-transmissible, 1124 
puc operon 
regulation, 1146, 1158 
rare-earth oxyanion reduction, 1505 
rdxA gene 
membrane protein, 6444 
ribulose 1,5-bisphosphate carboxylase/ 
oxygenase 
ammonia assimilatory system interac- 
tion, 3601 
characterization, 3593 
GroEL interaction, 3607 
inactivation, 3593 
nucleotide interaction, 3607 
self-transmissible plasmid, 1124 
sulfolipid biosynthesis operon, 6479 
sulfolipid-deficient mutant, 2352 
Rhodopseudomonas palustris 
AadR, 5803 
anaerobic aromatic acid degradation, 
5803 
Rhodospirillum rubrum 
carbon monoxide dehydrogenase sys- 
tem, 5284 
Riboflavin biosynthesis 
E. coli, 4050 
Ribonucleoside diphosphate reductase 
T4, 5740 
Ribose-binding protein export 
E. coli, 5219 
SecB, 5219 
Ribosomal promoters 
steady-state transcription, 6071 
Ribosomal protein L41 
cycloheximide sensitivity, 254 
yeasts, 254 
Ribosomal protein operon spc 
C. trachomatis, 1205 
E. coli, 1213 
Ribosomes 
Vibrio sp. strain CCUG 15956 
carbon starvation, 6780 
Ribulose 1,5-bisphosphate carboxylase/ 
oxygenase 
R. sphaeroides, 3593, 3601, 3607 
Rickettsia spp. 
genome sizes, 7455 
RNA, 9S 
E. coli, 5382 
processing, 5382 
RNA homolog, 4.5S 
M. pneumoniae, 627 
RNA operon activation 
E. coli, 921 
FIS dependent, trans, 921 
RNA polymerase 
E. coli, 5005 
o mutant, 5005 
T7, 619 
RNA polymerase, DNA dependent 
S. aurantiaca, 2733 
RNA, small cytoplasmic 
B. subtilis, 2185 
RNase PH gene rph 
B. subtilis, 4727 
rne (ams)-rpmF-plsX-fab region 
E. coli 
physical map location, 7873 
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rol gene 

E. coli, 5228 

S. typhimurium, 5228 
rph gene 

B. subtilis, 4727 
rpoA mutations 

E. coli, 5156 


rpoB 
E. coli, 7174 
translational regulatory region, 7174 
rpoH deletion 
E. coli, 630 
oxidative stress, 630 
rpsD gene 
B. subtilis, 6763 
regulatory target site, 6763 
rRNA, 23S 
C. botulinum, 8158 
peptidyltransferase interactions, 1333 
tRNA gene organization 
B. burgdorferi, 3757 
rRNA gene scattering 
L. interrogans, 7566 
tRNA genes 
S. velum chemoautotrophic bacterial 
symbionts, 3416 
rmB 
P, transcription 
Steady state, 6071 
rts gene 
E. coli 
allelic with coaA, 1705 
physical map location, 1705 
RTX hemolysin 
A. pleuropneumoniae, 291 
target cell specificities, 291 


S9-like antigen 
H. somnus, 17 
Saccharomyces cerevisiae 
acyl dihydroxyacetone phosphate path- 
way enzymes, 5702 
adenine deaminase, 3102 
adenine utilization, 3102 
bleomycin damage repair, 3125 
byp!1 mutant, 4183 
CARI expression 
nitrogen catabolite repression, 48 
CARI gene 
inducer-responsive upstream activa- 
tion sequence, 6831 
chromosome I ordered clone bank, 5985 
CYS3 gene, 3339 
DUR&80 mutations, 2548 
GAL2-IMP1 allelism, 3411 
GCR3, 5526 
GLNI gene 
sequence, 1828 
transcriptional regulation, 1828 
glycolytic gene expression, 5526 
IMP1-GAL2 allelism, 3411 
maltose transport 
low-affinity component, 3065 
murcuric ion reductase, bacterial, 1288 
nitrogen catabolite repression 
CARI expression, 48 
oxidative stress, 6678 
potassium uptake system, 2025 
gene, 4148 
PRO3 gene, 3782 
S. solfataricus thermostable B-galactosi- 
dase, 873 
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serine palmitoyltransferase mutants, 
2575 


sphingolipid long-chain bases 
auxotrophs, 2565 
enzymatic synthesis, 2575 
sphingolipid-dependent strains 
phenotypes, 7180 
sterol biosynthesis, partitioned, 7283 
thiamine metabolism 
THIT3 gene, 4701 
Saccharopolyspora erythraea 
cytochrome P-450 enzymes, 725 


Sacculus 


E. coli, 4811 
elasticity, 4811 
sacPA operon 
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